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Figure 3 



G protein-coupled receptors: 

(Division into Class A 
Or Class B) 



1. Al adenosine receptor [Homo sapiens]. ACCESSION AAB25533 
NPIVYAF RIQKFRVTFL KIWNDHFRCQ PAPPIDEDLP EERPDD 

Class A (SEQ ID NO: 1) 

2. adrenergic, alpha -IB-, receptor [Homo sapiens]. ACCESSION NP_000670 

npiiypc sskefkrafv rilgcqcrgr grntrnxr lggcaytyrp wtrggslers qsrkdsldds gsclsgsqrt lpsaspspgy 
lgrgapppve lcafpewkap gallslpape ppgrrgrhds gplftfkllt epespgtdgg asnggceaaa dvangqpgfk 
snmplapgqf 

Class A (SEQ ID NO: 2) 

3. adrenergic receptor alpha-2A [Homo sapiens]. ACCESSION AAG00447 
npviytifii hdfrrafkki lcrgdrkriv 

Class A (SEQ ID NO: 3) 

4. alpha-2B-adrenergic receptor - human. ACCESSION A37223 
npviytifii qdfirafrri lcrpwtqtaw 

Class A (SEQ ID NO: 4) 

5. alpha-2C-adrenergic receptor - human. ACCESSION A3 1237 
npviytvfii qdfipsfkhi I fiirrrgfi q 

Class A (SEQ ID NO: 5) 

6. beta-l-adrenergic receptor [Homo sapiens]. ACCESSION NP_000675 

npiiycrs pdfrkafqgl lccarraarr rhathgdrpr asgclarpgp ppspgaasdd ddddwgatp parllep wag 
cnggaaadsd ssldepcipg feseskv 

Class A (SEQ ID NO: 6) 

7. beta-2 adrenergic receptor. ACCESSION P07550 

npliycrsp dfiiafqell chrssDcay gngyssngnt 361 geqsgyhveq ekenkllced lpgtedfvgh qgtvpsdnid 
sqgmcstnd sll 

Class A (SEQ ID NO: 7) 

8. dopamine receptor Dl [Homo sapiens]. ACCESSION NP_00Q785 

npii yafharifrka fktllgcyrl cpatnnaiet vsinnngaam fsshheprgs iskecnlvyl iphavgssed Ikkeeaagia 
ipleldspal svildydtdv slekiqpitq ngqhpt 
Class A (SEQ ID NO: 8) 

9. D(2) dopamine receptor. ACCESSION P14416 
npiiyttfh iefirkafUd Ihc 

Class A (SEQ ID NO: 9) 
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Figure 3 (conk) 

10. d3 dopamine receptor - human. ACCESSION G01977 
np viyttfhief rkaflkilsc 

Class A (SEQ ID NO: 10) 

1 1. dopamine receptor D4 - human. ACCESSION DYHUD4 
npviytv foaefrnvfr kalracc 

Class A (SEQ ID NO: 11) 

12. dopamine receptor D5 - human. ACCESSION DYHUD5 

npviya fhadfqkvfa qllgcshfcs rtpvetvnis nelisynqdi vfhkeiaaay ihimnpnavtp gnrevdndee 
egpfdrmfqi yqtspdgdpv aesvweldce geisldkitp fipngfh 
Class A (SEQ ID NO: 12) 

13. muscarinic acetylcholine receptor Ml [Homo sapiens]. ACCESSION NP_000729 
npmcyal cnkafrdtfr llllcrwdkr rwrkipkrpg svhrtpsrqc 

Class A (SEQ ID NO: 13) 

14. muscarinic acetylcholine receptor M2 [Homo sapiens]. ACCESSION NP J)00730 
npacy alcnatfkkt fkhllmchyk nigatr 

Class A (SEQ ID NO: 14) 

15. muscarinic acetylcholine receptor M3 [Homo sapiens]. ACCESSION NP_00073 1 
n pvcyalcnkt frttfkmlll cqcdkkkirk qqyqqrqsvi fhkrapeqal 

Class A (SEQ ID NO: IS) 

16. muscarinic acetylcholine receptor M4 [Homo sapiens]. ACCESSION NP_000732 
npa cyalcnatfk ktfrhlllcq yrnigtar 

Class A (SEQ ID NO: 16) 

17. mS muscarinic receptor, locus HUMACHRM ACCESSION AAA5 1569 
npicyalcnr tfrktfkmll lcrwkkkkve eklywqgnsk Ip 

Class A (SEQ ID NO: 17) *~ » 

18. 5-hydroxytryptamine (serotonin) receptor 1A [Homo sapiens]. ACCESSION BAA90449 
npviy ayfokdfqna flddikckf 

Class A (SEQ ID NO: 18) 

19. 5-hydroxytryptamine (serotonin) receptor IB [Homo sapiens]. ACCESSION B AA94455 
npiiyt msnedfkqaf Wdirfkcts 

Class A (SEQ ID NO: 19) 

20. 5-hydroxytryptamine (serotonin) receptor IE [Homo sapiens]. ACCESSION BAA94458 
n pllyts&ed fklafkklir ere 

Class A (SEQ ID NO: 20) 
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Figure 3 (cont) 

21. OLFACTORY RECEPTOR 6A1. ACCESSION 095222 
npiiyclrnq evkralccil hlyqhqdpdp kkgsmv 

Class A (SEQIDNO:21) 

22. OLFACTORY RECEPTOR 2C1. ACCESSION 095371 
npliy tlrnmevkga lirllgkgrevg 

Class A (SEQ ID NO: 22) 

23. angiotensin receptor 1 [Homo sapiens]. ACCESSION NP_03361 1 
npl fygflgkkfk ryflqllkyi ppkakshsnl s&msflsyr psdnvsssfk kpapcfeve . 

Class B (SEQ ID NO: 23) 

24. angiotensin receptor 2 [Homo sapiens], ACCESSION NP J)00677 
npflycf vgnrfqqklr svfrvpitwl qgkresmscr kssslremet fvs 

Class B (SEQ ID NO: 24) 

25. interleukin 8 receptor beta (CXCR2) [Homo sapiens]. ACCESSION NM 001557 
NPLIYAHGQKFRHGLmiAmGIJSKDSLPKDS^ 

Class B (SEQ ID NO: 25) 

26. cx3c chemokine receptor 1 (cx3crl) (fractalkine receptor) 
ACCESSION P49238 

np liyafegekf nylyWygk clavlcgrsv hvdfsssesq rsrhgsvlss nftyhtsdgd allll 
Class B (SEQ ID NO: 2fi) 

27. neurotensin receptor - human. ACCESSION S29506 

n pilynlvsan fihiflatla clcpvwrrrr kipafsrkad svssnhflss natretly 
Class B (SEQ ID NO: 27) 

28. SUBSTANCE-P RECEPTOR (SPR) (NK-1 RECEPTOR) (NK-1R). ACCESSION P25103 
npiiycclnd rfrlgfkhaf recpfisagd yeglemkstr ylqtqgsvyk vsrletfisfvvgaheeepe dgpkatpssl 
dltsncssis dsktatesfe fcsnvls 

Class B (SEQ ID NO: 28) 

29. vasopressin receptor type 2 [Homo sapiens]. ACCESSION AAD1 6444 
npwiyasfes svsselrsll ccargrtpps lgpqdescff assslakdfs s 

Class B (SEQ ID NO: 29) 

30. thyrotropin-releasing hormone receptor - human. ACCESSION JN0708 

npviy nlmsqkfraa ftidcnckqk ptekpanysv ahxysvikes dhfefelddi tvtdtylsat kvsfddtcla sevsfeqs 
Class B (SEQ ID NO: 30) 
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Figure 3 (cont) 

31. oxytocin receptor - human. ACCESSION A55493 

npwiym lftghlfhel vqrflccsas ylkgrrlget saskksnsss fvlshrsssq rscsqpsta 
. Class B (SEQIDNO:31) 

32. neuromedin U receptor [Homo sapiens]. ACCESSION AAG24793 
npvlyslmssrfretfqealclgacchr^ 

Class B (SEQIDNO:32) 

33. gastrin receptor. ACCESSION AAC37528 

nplvy cfmhrrfrqa cletcarccp ipprarpral pdedppfpsi aslsrlsyff /sflgpg 
Class B (SEQroNO: 33) 

34. galanin receptor 3 [Homo sapiens]. ACCESSION 10879541 

nplv yalasrhfra rfirlwpcgr rrrhrarral irvrpassgp pgcpgdaips grllagggqg pepregpvhg geaargpe 
Class A (SEQIDNO:34) 

35. edg-1 - human. ACCESSION A35300 

npiiy tltnkemrra firimscckc psgdsagkfk rpiiagmefs rsk&dnsshp 361 qkdegdnpet imssgnvnss s ( 
Class A (SEQIDNO:35) 

36. central cannabinoid receptor [Homo sapiens]. ACCESSION NP_057167 

npiiyalr skdlrhafrs mfpscegtaq pldnsmgdsd clhkhannaa svhraaesci kstvkiakvt msvstdtsae al 
Class A (SEQIDNO:36) 

37. delta opioid receptor - human. ACCESSION B8532 

npvlyaf ldenfkrcfr qlcrkpcgrp dpssfsrpre atarervtac tpsdgpgggraa 
Class A (SEQroNO:37) 

38. proteinase activated receptor 2 (PAR-2) human. ACCESSION P55085 
dpfvyyfvshdfrdhaTaiallcrsrvTtvk 

ClassA (SEQIDNO:38) 

39. vasopressive intestinal peptide receptor (VIPR) rat ACCESSION NM_012685 
NGEVQAEUtRKWRRW^ 

SSSFQAEVSLV 

Class B (SEQ ID NO: 39) 
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Figure 4 A 

Amino Acid sequence of the hGPR3- Enhanced Receptor 

I#MGAGSPLAWLSAGSGNVNVSSVGPAEGPTGPAAPLPSPKAWDVVLCISGTLVSCE 
NALWAI IVGTPAFRAPMPLLVGSLAVMJLIAGLGLVLHPAAVFCIGSAEMSLVLVG 
VLAMAFTAS IGSLIAITVDRYLSLYNALTYYSETTVTRTYVMLALVWGGALGLGLLP 
VlAWNCLDGLTTCGVVyPLSKiraLWIAIAFFMVFGIl^LyAQICRIVCR^QQIA 
LQRHLLPASHYVATRKGIATLAVVLGAFAACWLPFTVYCLLGDAHSPPLYTYLTLLP 
ATYNSMINPIIYAFI^QDVQKVLWAVCCCCAAARGRTPPSLGPQDESCTTASSSLAK 
DTSS 

(SEQIDNo:40) 



Figure 4B 

Nucleotide sequence of the hGPR3- Enhanced Receptor 

ATGATGTGGGGTGCAGGCAGCCCTCTGGCCTGGCTCTCAGCTGGCTCAGGCAACGTG 

AATGTAAGCAGCGTGGGCCCAGCAGAGGGGCCCACAGGTCCAGCCGCACCACTGCCC 

TCGCCTAAGGCCTGGGATGTGGTGCTCTGCATCTCAGGCACCCTGGTGTCCTGCGAG 

AATGCGCTAGTGGTGGCCATCATCGTGGGCACTCCTGCCTTCCGTGCCCCCATGTTC 

CTGCTGGTGGGCAGCCTGGCCGTGGCAGACCTGCTGGCAGGCCTGGGCCTGGTCCTG 

CACTTTGCTGCTGTCTTCTGCATCGGCTCAGCGGAGATGAGCCTGGTGCTGGTTGGC 

GTGCTGGCAATGGCCTTTACYGCCAGGATCGGCAGTCrrACTGGCCATCACTGTCGAC 

CGCTACCTTTCTCTGTACAATGCCCTCACCTACTATTCAGAGACAACAGTGACACGG 

ACCTATGTGATGCTGGCCTTAGTGTGGGGAGGTGCCCTGGGCCTGGGGCTGCTGCCT 

GTGCTGGCCTGGAACTGCCTGGATGGCCTGACCACATGTGGCGTGGTTTATCCACTC 

TCCAAGAACCATCTGGTAGTTCTGGCCATTGCCTTCTTCATGGTGTTTGGCATCATG 

CTGCAGCTCTACGCCCAAATCTGCCGCATCGTCTGCCGCCATGCCCAGCAGATTGCC 

CITCAGCGGCACCTGCTGCCTGCCTCCCACTATGTGGCCACCCGCAAGGGCATTGCC 

ACACTGGCCGTGGTGCTTGGAGCCTTTGCCGCCTGCTGGTTGCCCTTCACTGTCTAC 

TGCCTGCTGGGTGATGCCCACTCTCCACCTCTCTACACCTATCTTACCTTGCTCCCT 

GCCACCTACAACrCCATGATCAACCCTATCATCTACGCCTTCCGCAACCAGGATGTG 

CAGAAAGTGCTGTGGGCTGTCTGCTGCTGCTGTGCGGCCGCACGGGGACGCACCCCA 

CCCAGCCTGGGTCCCCAAGATGAGTCCTGCACCACCGCCAGcTCCTCCCTGGCCAAG 

GACACTTCATCGTGA 

(SEQIDNo:41) 
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Figure 4C 

Amino Acid sequence of the hGPR6- Enhanced Receptor 

MNASAASL3STOSQWWA^ 

S QLS AGP PGLLLPAVNPWDVLLCVS GTVI AGENALVVAL I AS TP 
ATADLIiAGCGLI LHFWQYLVPSE WSLLTVGFLVASFAASVS SLLAI TVDRYliSLY 
NALTYYSRRTLLGVHL^ 

LLSAAFFMVFGIMLHLYVRI CQVVWRHAHQI ALQQHCLAPPHI^TRKGVGTLiAW^ 
GTPGAS WLP FAI YC WGSHEDPAVYTYATLLPATYNSMINP 1 1 YAPRNQE I QRALWL 
LLCGCAAARGRTPPSLGPQDESCTTASSSLAKDTSS 
(SEQ ED No: 42) 



Figure 4D 

Nucleotide sequence of the hGPR6- Enhanced Receptor 

ATGAACGCGAGCGCCGCCTCGCTCAACGACTCCCAGGTGGTGGTAGTGGCGGCCGAA 
GGAGCGGCGGCGGCGGCCA.CAGGAGCAGGGGGG 

CCTGCTGCGGCGGCTCTAGGAGCCGGCGGCGGAGCTAATGGGTCTCTGGAGCTGTCC 
TCGCAGCTGTCGGCTGGGCCACCGGGACTCCTGCTGCCAGCGGTGAATCCGTGGGAC. 
GTGCTCCTGTGCGTGTCGGGGACAGTGATCGCTGGAGAAAACGCGCTGGTGGTGGCG 
CTCATCGCGTCCACTCCGGCGCTGCGCACGCCCATGTTCGTGCTGGTAGGCAGCCTG 
GCCACCGCTGACCTGTTGGCGGGCTGTGGCCT 

TTGGTGCCCTCGGAGACTGTGAGTCTGCTCACGGTGGGCTTCCTCGTGGCCTCCTTC 

GCCGCCTCTGTCAGCAGCCTGCTGGCCATTACGGTGGACCGCTACCTGTCCCTGTAT 

AACGCGCTCACCTATTACTCGCGCCGGACCCTGTTGGGCGTGCACCTCCTGCTTGCC 

GCCACTTGGACCGTGTCCCTAGGCCTGGGGCTGCTGCCCGTGCTGGGCTGGAACTGC 

CTGGCAGAGCGCGCCGCCTGCAGCGTGGTGCGCCCGCTGGCGCGCAGCCACGTGGCT 

CTGCTCTCCGCCGCCTTCTTCATGGTCTTCGGCATCATGCTGCACCTGTACGTGCGC 

ATCTGCCAGGTGGTCTGGCGCCACGCGCACCAGATCGCGCTGCAGCAGCACTGCCTG 

GCGCCACCCCATCTCGCTGCCACCAGAAAGGGTGTGGGTACACTGGOT 

GGCACTTTCGGCGCCAGCTGGCTGCCCTTCGCCATCTATTGCGTGGTGC^ 

GAGGACCCGGCGGTCTACACTTACGCCACCCTGCTGCCCGCCACCTACAACTCCATG 

ATCAATCCCATCATCTATGCCTTCC^ 

CTGCTCTGTGGCTGTGCGGCCGCACGGGGACGCACCCCACCCAGCCTGGGTCCCCAA 
GATGAGTCCTGCACCACCGCCAGCTCCTCCCTGGCCAAGGACACTTC1ATCGTGA 
(SEQ ID No: 43) 
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Figure 4E 

Amino Acid sequence of the hGPR12- Enhanced Receptor 

MNEDLKVNLSGLPRDYLDAAAAENISAA 

I SCEl^IVVLI IFHNPSLRAPMFLLIGSI^^ 

VT I GLI VAS F S AS VCS LLAI TVDRYLSLYYALTYHS ERTVTFTYVMLVMLWGTS XCL 
GLLPVMGWNCLRDES TCS VVRPLTKNNAAIIiS VS FLFMFAIiMLQL Y I.Q I CKI VMRHA 
HQ I ALQHHFLATS HYVTTRKGV S TLAI I LGTFAACWMP FTLY S L I AD YTY P S I YT YA 
TLLPATYNS I INPVI YAFRNQEIQKALCLICCGCAAARGRTPPSLGPQDESCTTASS 
SLAKDTSS 
(SBQIDNo:44) 



Figure 4F 

Nucleotide sequence of the hGPR12- Enhanced Receptor 

ATGAATGAAGACCTGAAGGTCAATTTAAGCGGGCTGCCTCGGGATTATTTAGATGCC 
GCTGCTGCGGAGAACATCTCGGCTGCTGTCTCCTCCCGGGTTCCTGCCGTAGAGCCA 
GAGCCTGAGCTCGTAGTCAACCCCTGGGACATTGTCTTGTGTACCTCGGGAACCCTC 
ATCTCCTGTGAAAATGCCATTGTGGTCCT^ 

GCACCCATGTTCCTGCTAATAGGCAGCCTGGCTCTTGCAGACCTGCTGGCCGGCATT 
GGACTCATGACGAATTTTGTTTT^ 

GTCACGATCGGCCTCATTGTCGCCTCTTTCTCTGCCTCTGTCTGCAGCTTGCTGGCT 

ATCACTGTTGACCGCTACCTCTCACTGTACTACGCTCTGACGTACCATTCGGAGAGG 

ACGGTCACGTTTACCTATGTCATGCTCGTCATGCTCTGGGGGACCTCCATCT 

GGGCTGCTGCCCGTCATGGGCTGGAACTGCCTCCGAGACGAGTCCACCTGCAGCGTG 

GTCAGACCGCTCACCAAGAACAACGCGGCCA.TCCTCTCGGT 

TTTGCGCTCATGCTTCAGCTCTACATCCAGATCTGTAAGATTGTGATGAGGGACGCC 
CATCAGATAGCCCTGCAGCACCACTO 

AAAGGGGTCTCCACCCTGGCTATCATCCTGGGGACGTTTGCTGCTTGCTGGATGCCT 
TTCACCCTCTATTCCTTGATAGCGGATTACACCTACCCCTC(^TCTATACCTACGCC 
ACCCTCCTGCCCGCCACCTACAATTCCATGATCAACCC 

AACCAAGAGATCCAGAAAGCGCTCTGTCTCATTTGCTGCGGCTGCGCGGCCGCACGG 
GGACGCACCCCACGCAGCCTGGGTCCCCAAGATGAGTCCTGCACCACCGCCAGCTCC 
TCCCTGGCCAAGGACACTTCATCGTGA 
(SEQ ID No: 45) 
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Figure 4G 

Amino Acid sequence of the hSREB3- Enhanced Receptor 

MANTTTGE PEEVS GAL S P P S AS AYVKLVLLGL I MCV S LAGNAI L S LLVLKERALHKAP 
YYFLLDLCLADGIRSAVCFPFVIASV^ 

FC I SVTRYMAI AHHRFYAKEU^LVn?CAAVI CMAWTLS VAMAFP P VFDVGTYKF I REE 
DQC IFEHRYFKAMDTLGFMLMIAV^ SQ 
l^FHGPGATGQAAAlTOIAGFGRGPMPPTLLGIRQ 

RMF YAI TLLFLLLWS P YI VACYWRVFVXACAVPHRYLATAVWMS F AQAAVNP I VCFL 
LNKDLKKCLRTHAPCAAARGRTPPSLGPQDESCTTASSSLAKDTSS 
(SEQIDNo: 46) 



Figure 4H 

Nucleotide sequence of the hSR£B3- Enhanced Receptor 

ATGGCCAACACTACCGGAGAGCCTGAGGAGGTGAGCGGCGCTCTGTCCCCACCGTCC 
GCATCAGCTTATGTGAAGCTGGTACTC 

GGTAACGCCATCTTGTCCCTGCTGGTGCTCAAGGAGCGTGCCCTGCACAAGGCTCCT 

TACTACTTCCTGCTGGACCTGTGCCTGGCCGATGGCATACGCTCTGCCGTCTGCTTC 

CCCTTTGTGCTGGCTTCTGTC^ 

TGCAAGATTGTGGCCTTTATGGCCGTGCTC 

TTCTGCATC^GCGTCACCCGCTAC^ 

CGCATGACACTCTGGACATGCGCGGCTGTCATCTGCATGGCCTGGACCCTGTCTGTG 

GCCATGGCCTTCCCACCTGTCTTTGA 

GACCAGTGCATCTTTGAGCATCGC^ 

CTTATGTTGGCTGTGCTCATGGCAGCTACCCATGCTGTCTACGGCAAGCTGCTCCTC 
TTCGAGTATCGTCACCGCAAGATGAAGCCAGTC 

AACTGGACATTCCATGGTCCCGGGGCCACCGGCCAGGCTGCTGCCAACTGG 

GGCTTTGGCCGTGGGCCCATGCCACCAAC^ 

GCAGCCAGCCGGCGGCTACTGGGCATG 

CGCATGTTCTACGCGATCACACTGCTCTTTCTGCTCCTCTGGTCA 

GCCTCCTACTGGCGAGTGTTTGTGAAAGCCTGTGCTGTGCC 

ACTGCTGTTTGGATGAGCTTCGCCGAGGCT 

CTCAACAAGGACCTCAAGAAGTGCCTGAGGACT 

GG&CGCACCCCACCCAGCCTG^^ 

TCCCTGGCCAAGGACACTTCATCGTGA 

(SEQIDNo: 47) 



WO 2005/029035 



PCT/US2004/030261 



13/29 



Figure 41 

Amino Acid sequence of the hSREB2- Enhanced Receptor 

MAJ^SHAADNILQl^SPLTAFI^TSLGFI IGVS WGNLLI S ILLVIODKTLjHRAPYY 

FLIX>LCCSDILRSAICFPFWNSVI^ 

ISVTRYLAIAHHRFYTKRLTFWTCLAVICK 

CTFQHRS FRAND S L GFMLLLAL I LIATQL VYLKL I FFVHDRRKMKPVQFVAAVSQNW 
TFHGPGAS GQAAANWLAGFGRGPTPPTLLG I RQNANTTGRRRLLVLDEFKMEKR I SR 
MFYIMTFLFLTLWGPYLVACYVJRVFARGPWPGGFLTAAVWMSFAQAGINP I FS 
NREIiRRCFSTTLLYCAAARGRTPPSLGPQDESCTTASSSIAKDTSS 
(SEQE>No:48) 



Figure 4 J 

Nucleotide sequence of the hSREB2- Enhanced Receptor 

ATGGCGAACTATAGCCATGCAGCTGA^ 

GCCTTTCTGAAACTGACTTCCTTGGGTT^ 

CTCCTGATCTCCATTTTGCTAGTGA^ 

TTCCTGTTGGATCTTTGCTGTT(^GATATCCTCAGATCTGCAATTTGTTTCCCATTT 
GTGTTCAACTCTGTCAAAAATGGCTCTACCTGG 

GTGATTGCCTTTCTGGGGGTTTTGTCCTGTTTCCACACTGCTTTCATGCTCTTCTGC 
ATCAGTGTCACCAGATACTTAGCTATCGCCC^ 

ACCTTTTGGACGTGTCTGGCTGTGATCTGTATGGTGTGGACTCTGTCTGTGGCCATG 
GCATTTCCCCCGGTTTTAGACGTGGGCACTTACTCATTCATTAGG CAA 
TGCACCTTCCAkCACCGCTC 

CTtGCTCTCATCCTCCTAGCCACACAGCTTGTCTACCTCAAGCTGATATTTTTCGTC 
CACGATCGAAGAAAAATGAAGCGAGTCC^ 

ACTTTTCATGGTCCTGGAGCCAGTGGCCAGGCAGCTGCCAATTGGC 

GGAAGGGKSTCCCACACCACCCACCT^ 

GGCAGAAGAAGGCTATTGGTCTTAGACGAGTT 

ATGTTCTATATAATGACTTTTCTGTTTCTAACCTTGTGGGGCCCCTACCTGGTGGCC 
TGTTATTGGAGAGTTTTTGCAAGAGGGCCTGTAG^ 

GCTGTCTGGATGAGTTTTGCCCAAGCAGGAATCAATCCTTTTGTCTGCATTTTCTCA 

AACAGGGAGCTGAGGCGCTGTTTCAGCACAACCCTTCTTTACTGCGCGGCCGCACGG 

GGACGCACCCCACCCAGCCTGGGTCCCCAAGATGA 

TCCCTGGCCAAGGACACTTCATCGTGA 

(SEQIDNo:49) 
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Figure 4K 

Amino Acid sequence of the hGPR8- Enhanced Receptor 

MQAA.GHPEPLDSRGSFSLPTMGANVSQDNGT 

VGLTGNTAVI LVI LRAPKMKTVTNVP I LNIAVADGLFTLVLPVNI AEHLLQYWP FGE 

IiLCKLVIAVDHYNI FS S IYFLAVMSVDRYLVVIjATVRSRHMPWRTYRGAKVA^ LrCVW 

LGVTVIiVLPFFSFAGVYSNELQVPSCGLSFPWPERV^ 

CVLYTDLLRRLRAVRLRSGAKALGKA 

TDLPQTPLVISMSYVITSLSYANSCLNPFL^^ 

SLGPQDES CTTAS S S LAKDTS S 

(SEQEDNo:50) 



Figure 4L 

Nucleotide sequence of the hGPR8- Enhanced Receptor 

ATGCAGGCCGCTGGGCACCCAGAGCCCCTTGACAGCAGGGGCTCCTTCTCCCTCCCC 
ACGATGGK5TGCCAACGTCTCTCAG(^ 

GAGCCACTGCCGTTCCTCTATGTGCTCCTGCCCGCCGTGTACTCCGGGATCTGTGCT 
GTGGGGCTGACTGGCAACACGGCCGTC^TCCTTC 

AAGACGGTGACCAACGTGTTCATCCTGAACCTGGCCGTCGCCGACGGGCTCTTCACG 
CTGGTACTGCCCGTCAACATCGCGGAGCACCTGCTGCAGTACTGGCCCTTCGGGGAG 
CTGCTCTGCAAGCTGGTGCTGGCCGTCGACC^ 

TTCCTAGCCGTGATGAGCGTGGACCGATACCTGGTGGTGCTGGCCACCGTGAGGTCC 
CGCCACATGCCCTGGCGCACCTACCGGGGGGCGAAGGTCGCCAGCCTGTGTGTCTGG 
CTGGGCGTCACGGTCCTGGTTCTGCCCTTCTTCTCTTTCGCTGGCGTCTACAGCAAC 
GAGCTGCAGGTCCCAAGCTGTGGGCTGAGCTTCCCGTGGCCCGAGCGGGTCTGGTTC 
AAGGCCAGCCGTGTCTACACTTTGGTCCTGGGCTTCGTGCTGCCCGTGTG^CCATC 
TGTGTGCTCTACACAGACCTCCTGCGCAGGCTGCGGGCCGTGCGGCTCCGCTCTGGA 
GCCAAGGCTCTAGGCAAGGCC^GGCGGAAGGTGACCGTCCT 

GCCGTGTGCCTCCTCTGCTGGACGCCCTTCCACCTGGCCTCTGTCGTGGCCCTGACC 
ACGGACCTGCCCCAGACCCCACTGGTCAT 
AGCTACGCCAACTCGTGCCTGAACCCCT^^ 
CGGAAGAACTTCCGCAGCATATTGCGGTGC^ 

AGCCTGGGTCCCCAAGATGAGTCCTGCACCACCGCCAGCTCCTCCCTGGCCAAGGAC 

ACTTCATCGTGA 

(SEQIDNoiSl) 
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Figure 4M 

Amino Acid sequence of the hGPR22-Enhanced Receptor 

MCFSPILEINMQSESNITVRDDIDDINTNMYQPLSYPLSFQV^ 

SNLTVLVL YCMKSNL INS VSNI ITMNLHVLDVI ICVGCI PLTI VILLLSLESNTALI 
C C FHEACV S FAS VS TAI NVFAI TLDRYD I S VKPANRILTMGRAVMLMI S IWI FSFFS 
FLIPFIEVNFFSLQSGNTWENKT^^ 

ITYTKI LQALNIRIGTRFSTGQKKKARKKKTI SLTTQHEATDMSQS SGGRNWFGVR 
TSVSVI I ALRRAVKRHRERRERQKRVFRMSLL IIS TFLLCWTP I S VLNTTI LCLGP S 
DLLVKLRLCFLVMAYGTT I FHPLL YAFTRQKFQKVLKS KMKKR WCAAARGRTP P S L 
GPQDESCTTASSSLAKDTSS 
(SEQIDNo: 52) 



Figure 4N 

Nucleotide sequence of the bGPR22-Enhanced Receptor 

ATGTGTTTTTCTCCcaTTCTGGAAATCAACATGCAGTCTGAATCTAACATTACAG 
CGAGATGACATTGATGACATC&AC^ 

AGCTTTCAAGTGTCTCTCACCGGATTTCTTATGTTAGAAATTGTGTTGGGACTTGGC 
AGCAACCTCACTGTATTGGTACTTTACTGCATG^ 

AGTAACATTATTACAATGAATCTTCATGTACTTGATGTAATAATTTGTGTGGGATGT 

ATTCCTCTAACTATAGTTATCCTTCTGCTTTC^CTGGAGAGTAACACTGCTCTCATT 

TGCTGTTTCCATGAGGCTTGTGTATCTTTTGC^^ 

TTTGCTATCACTTTGGACAGATATGACAT 

ACAATGGGCAGAGCTGTAATGTTAATGATATCCA 

TTCCTGATTCCTTTTATTGAGGTAAATTTTTTCAGTCTTCAAAGTGGAAATACCTGG 
GAAAAG^GACACTTTTATGTGTCAGTACAAATGAATACTACACTGAA^ 
TATTATCACCTGTTAGTACAGATCCCAATAOT 
ATCAGATACACCAAAATACTTCAGG 

ACAGGGCAGAAGAAGAAAGCAAGAAAGAAAAAGACAATTTCTCTA 

GAGGCTACAGACATGTC^CAAAGC^GTGGTGGGAGAAATGTAGTCTTTGGTGTAA^ 

ACTTCAGTTTCTGTAATAATTGCCCTCCGGCGAGCTGTGAAACGACACCGTGAAC^ 

CGAGAAAGACAAAAGAGAGTCTTCAGGATGTCTTTATTGATTATTTCT^ 

CTCTGCTGGACACCAATTTCTGTTTTAAATACCACCATTTTATGTTTAGGCCCAAGT 

GACCTTTTAGTAAAATTAAGATTGTGTTTTTTAGTCATGGCTTATGGAACAACTATA 

TTTCACCCTCTATTATATGCATTCACTAGACAAAAATT^ 

AAAATGAA7^AAGCGAGTTGTTTGTGCGGCCGCACGGGGACGCACCCCACCCAGCCTG 

GGTCCCCAAGATGAGTCCTGCACCACCGCCAGCTC 

TCGTGA 

(SEQIDNo: 53) 
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Figure 5A 

Amino acid sequence of the P2AR-V2R chimera 

MGQPGNGSAFLLAPNRSHAPDHDVTQQRDEVWWGMGIVMSLIVLAIW 

AKFERLQTVTNHTTSIACADLVMGIAV^ 

VTASIETIGVTAVDRYFAITSPFKYQSLLTK^^^ 

HQEAINCTANETCCDFFTNQAYAIASSIVSFYWLVIMVFVYSRWQEAKRQLQKIDKSE 

GRFHVQNI^QVEQDGRTGHGLRRSSKFCIJCEHKAIXTLGIIMGT^ 

IQDNLIPJCEVYILLNWIGYVNSGFNPLIYCRSPDFRIAFQELLCARGRTPPSLGPQDESCTT 

ASSSLAKDTSS 
(Seq.IDNo. 54) 



Figure 5B 

Amino acid sequence of the MOR-V2R chimera 

l^SSTGPGNTSDCSDPlJVQASCSPAPGSWIJS^ 
QTGSPSMVTAITIMALYSIVCVVGL^ 

STLPFQSVNYLMGTWPFGmOKIVISroYYNMFTSIFTLCTMSVDRYL^ 

TPRNAKIVNVC^srWLSSAIGLPVMFMATTKYRQGSIDCTL^ 

AFIMPILIIWCYGLMIIJtfJ^VRMLSGSK^ 

KALITPETTFQWSWHFCIALGYT^ 

GPQDESCTTASSSLAKDTSS 

(Seq.IDNo. 55) 



Figure 5C 

Amino acid sequence of the D1AR-V2R chimera 

MAPNTSTMDEAGLPAERDFSFRILTACFI^LLIL^ 

VISLAVSDLLVAVLVMPWKAVAEL^GFWPFGSFCNI\^ 

WAISSPFQYERKMTPKAAFILISVAWTLSVLISFrPVQ 

DDNCDTRLSRTYAIS SSLISFYIPVAIMIVTYTSIYRIAQKQIRRIS AIJERAAVHAKNCQTT 

AGNGNPVECAQSESSpKMSFKRETKVIXTLSVIMGVFVCCWIJ'FFK 

QPFCIDSITFDVTVWFGWANSSIJ^PIIYAFNADFQKAFSTLLGC 

QDESCTT ASSSLAKDTSS 

(Seq. ID No. 56) 
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Figure 5D 

Amino acid sequence of the 5HT1AR-V2R chimera 

MDVI^PGQGNNTTSPPAPFETGGNTTGISDV 
IALERSLQNVANYLIGSLAVTDLMVSVLVIJ^ 

C CTS S ILHLC AIAIJ)R YW AITDPHD YVNKRTPRRAAALIS LTWLIGFLIS IPPMLG WRTPED 

RSDPDACTISKDHGYTTfSTFGAFYlPLLLMLVLYGRJFRAARFR^ 

RHGASPAPQPKKSVNGESGSIU^WRLGVESKAGGALCANGAVRQGDDGAALEVIEVHR 

VGNSKEHIJIJ'SEAGPTPCAPASFERK^RNAEAKRKMALARERKTVKTL^ 

WIPFFWALVLPFCESSCmiPTLLGAIINWLGYSNSLLWVIYAYFNKDFQNAF^ 

FCAAARGRTPPSLGPQDESCTTASSSLAKDTSS 

(Seq. ID No. 57) 



Figure 5E 

Amino acid sequence of the 03AR-V2R chimera 

map wphens s iap wpdletiapnt ants glp gw weaaia.gallalavlatvggnllv 

ivaiawtprlqtmtnvfvnrsiaaadlvmgllvw 

d\ocvtasietix:aiavdryiavtot 

sqwwvgadaeaqrchsnprccafasnmpyvixsssvsfylpllvmifwarvfw 
trqij^lrgelgrfppeesppapsrslapapvgtcappegwacgrrp^^^ 
tlglimgtftlcwo j fflanvlralggpslwgpaflalnwegy ansae 
rsafrrllgrcaaargrtppslgpqdescttassslakdtss 

(Seq. ID No. 58) 



Figure 5F 

Amino acid sequence of the EdglR-V2R chimera 

MGPTSWLVKAHFJSSVSDYVNYDEVRHYNYTGKL^ 

NIFVLLTIWKTKKFHRPMYYHGN^ 

GSMFVALSASWSIiAIAIERYrrMLKMKLI^ 

NCTSAI^SCSTVIPLYHKHYILFCriWI^^^ 

RSSEKSLAIXKTVIIVI^VFIACWAPLFIELLLJ^ 

NPIIYTLTOKEMRRAITRIMSC^ 

(Seq. ID No. 59) 
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Figure 11 
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Figure 12 
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